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CCF approach:

Ecosystem management

Rely on natural regeneration
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The planted trees that composed the UK forests may not

hold enough genetic diversity to face the current and future
disturbances.

So, how the gene pool is being transmitted to the
offspring?
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Sites characterization
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Species diversity
Strata type
Canop

| JuveniKas
¥ Shrubs

P. menziesii T. plicata T. heterophylla
Stand main species
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Aim: To investigate the stands CCF stage of transformation
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DNA extraction

DNA yield microGEM

Kruskal-Wallis, )(2(2) =6.45p=0.04,n=72

DNA yield Qiagen

Kruskal-Wallis, x2(2) = 51.36, p = <0.0001, n = 72

T

P. menziesii

T. plicata

T. heterophylla

Species

P. menziesii

T. plicata

T. heterophylla
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For P. menziesii there is a database of 28k SNPs
O available (Howe et al., 2020)

SNPs Call Rate FluidiGM genotyping platform steps:

100

D3 software to design assays Genomic DNA
(from SNP sequences) pre-amplification

79

50

Allele-specific PCR Detect SNPs
(Juno) intensity (Biomark)

Call rate (%)

25
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